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Study of genetic similarity among Iraqgi sheep breeds using microsatellites and PCR techniques

Blood samples were collected from unrelated of Arabi breed from south region (Basrah province), Awasi breed from the middle
east (Al-Qadessia province), Hamdani breed from north region (Nenva province) and Karadi breed from also north region
(Sulaimaniay province). This study was conducted in the of Genetic Engineering lab., College of Agriculture, University of
Basrah. Blood samples was drawn from the jugular vein of the animals by 5 ml per sample. DNA was extracted using Kit from
Invitrogen company, U.S.A. Measured the amount of DNA per sample by using Nano drop (Thermo Scientific company, U.S.A.)
to determine the size of the sheep genome (the amount of DNA in ng / ul). The aim of the study was to measure the genetic
diversity and polymorphism for Iragi sheep breed, 80 blood of Iragi sheep breed. DNA extraction was done on 14 microsatellite
markers (BM12581818 BM:BM6444 <ILSTS005 <ILSTS029 ,OarAE129:,0arFCB304 OARCP34,0ARHH350ARCP20
,TGLA137:0OARVH72 OARJMP8:CSSM47¢ (CSSM31) and the polymerase chain reaction —PCR was done. All
microsatellites tested amplified the Iragi sheep breed DNA and produced a PCR fragments and generated novel and polymorphic
DNA fragments in all tested samples with the exception of CSSM47which filled to produce amplifiable DNA. There was a
differences among the genetic markers used in this study and breeds, A total of 494 alleles were obtained for molecular markers
with allele frequency ranged from 0.025 to 0.225 with alleles ranging in size from 27 to 221bp.OARCP20 marker gave the
highest genetic polymorphism (28 alleles) and the size ranged between 38-176 bp, while the marker OARCP34 produced only 16
alleles ranged from 65-122 base pairs. A values of observed heterozygousity - Ho for all markers and all breeds were one, while
the values of the expected heterozygousity —He for the studied markers ranged from 0.766 to 0.939.Effective number of alleles —
Ne, The values of polymorphism information content-PIC, the inbreeding values (FIS) were negative and below the zero. These
values meaning the complete absence of inbreeding within the populations under study, the genetic differentiation between all
breeds, and the gene flow between these breeds (FST).It is noticed that all the inbreeding values (FIS) were negative and below
the zero. These values meaning the complete absence of inbreeding within the populations under study. To measure the genetic
differentiation between all breeds, we used the gene flow between these breeds (FST). The higher value of gene flow observed
between Arabi and Hamdani (0.9626).




