Eymyll draly o alygidanlly sppaalall goslhly Bilay sylabigua &lagal
Oun dlle Gy Al anl A jual) aglall Ay ) ;4K
Al La ) daaa il 3 1 eabd) jladlae cpal o) 0 Gl ol sball agle  : auall
o) gisall: salgill ggaastal 1 el

O puad| d2ilaw § Soui ] el il il | i d| o0 Gl | el | s | hdiinuld (w19 (S | el |

 fagsb L gl alluyll il

e lje P il coghil | Adud) el platall (anduid al A jad) L g Ll gkl aladialy g ¢ el aglilaly Addall (e @l A Vo Caaa
M. <Mycobacterium tuberculosis L% cils clba¥) Ga (Yoo A AV)TY () & gn ol <l JLERY) guilil by | gail) dayps V g galll Aighay Y'Y (&l phadial)
V¢ M. abscessus  (5.12%)2¢ M. simiae (5.12%) 2 <M. flavescens (5.12%)Y <M. chelonae (10.25%) 4 <avium complex (10.25%)4
O Vo (ol il gl g A yall Y el aa L Rall A e 0 pdal 16S rDNA Al i) 3 M. smegmatis (2.56%) 19 « M.kansasii  (2.56%)
Qe (V) « M. simiae 4 (Y) « M. avium <¥e (¥) « M. tuberculosis ¥ (A) 1 NS s s sl (andufill) gl g il L duadiial) ¢153Y)
s culS Al g Ay gaa pansll l AR Aol ae 484l M. chitaes M. gilvum : A glilje i al Ladw . M. abscessus 4Je (V) « M. flavescense
Clabidaal) grand daglia ciilS M. abscessus ¢ saalg A o)) duil gal) dpusbaad) il LSS0 il il e &G cldd Ly . M. chelonae s M. flavecense
M. smegmatis ¢ AJe ¢ Gaunaliy 1 daglia cils M, chitae ¢x A8 «Jsigaalitly Cpaliy I daglia <ils M. chelonae ¢ 4Je « daxiicall dgtal)
aaad daglia M. avium o= Aje ¢ alaliplls Camssad M M. simiae ¢ s aball 3 lall s Gl I 4a glia cils M. simiae ¢ A
cils ¥ ie ) Mele Glabiaall pias olad Al CillS Y Jall Ay Cpaunaldy ) e clabiaall praad daglie <ils M. tuberculosis ¢e e . ulaliy s pldl
Clalaall cpa il o) an) gl daglia

College : College of Education for Pure Science ~ Name of Student : Zainab Alag Hassan

Dep: Biology Name of Supervisor : prof. Dr. Amin Abdul-Jabbar Al-Sulami
Prof. Dr. Asaad Mohammad Ridha Al-Taee
Certificate : pPh.D Specialization :  Microbiology
Title of Thesis -

Phenotyping and Genotyping Identification of Non-Tuberculosis Mycobacteria Isolated from Pulmonary
Tuberculosis Suspected Patients in Basra Governorate

Abstract of Thesis :

150 samples were identified as mycobacterium species by convensional and mulceolar methods. The results showed
39 mycobacterial isolates, 32 were slow growing and 7 isolates were rapid growing. The 16S rDNA gene sequences
of the same 20 isolates showed that, 15 mycobacterial species were matched with biochemical results, as follows: M.
tuberculosis (n=8), M. avium (n=3), M. simiae (n=2), M. flavescense (n=1), M. abscessus (n=1). While showed that
two isolates do not match, as: M. chitae, M. gilvum compared with the biochemical result which were M. chelonae
and M. flavecense, respectively, and three isolates failed to be sequencing. One isolate of M. abscessus was resistant
to all antimycrobacterial drugs (MDR), one isolates of M. chelonae was resistant to RIF and EMB, while one
isolate of M. smagmatis and one of M. simiae were resistant to RIF and PZA, and one isolate of M. avium was
resistant to PZA. For MTB, one isolate was resistant to all drugs except RIF, other isolates were sensitive to all

drugs only four isolates were resistant to one or two drugs.




