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Molecular genetic study to confirm the relationship between the middle ear bacteria in patients of Chronic

Suppurative Otitis Media and their nasopharyngeal bacteria, and their tst gene.

One hundred samples were collected randomly from the middle ear (ME) (n=50) and nasopharynx (NP)
(n=50) of Chronic suppurative otitis media (CSOM) patients aged between 1-60 years old of both sex. There
were 96 bacterial isolates (66 isolates from ME and 30 isolates from NP) identified by 16S rDNA
sequencing. There were four isolates reported as new global separated strains, and published by
the European Nucleotide Archive (ENA) and National Center for Biotechnology Information (NCBI) which
is a part of the United States National Library of Medicine: the databases of these strains were recorded in
the GenBank. Ten patients (20%) of 50 have the same bacterial species in their ME and NP. From those
species, S. epidermidis and S. aureus DNA (for each) was subjected for RAPD-PCR then Unweighted Pair
Group Method with Arithmetic mean (UPGMA) program. The resulting dendrogram appeared three pairs of
identical strains (2 pairs of S. aureus and one of S. epidermidis) from the middle ear and their nasopharynx.
Interestingly, four isolates (one from ME and three from NP) of Staphylococcus aureus appeared to have tst
gene.




