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Abstract of Thesis:

The current study included the collection of (400) blood samples from neonates predictably diagnosed as late onset sepsis patients,

ranged from (7-28) days, for the period from April (2012) to February (2013). Blood cultures were used For detection of bacteria in the blood .

Results of bacterial isolate by using some differential biochemical tests were showed 58(14.5%) bacterial isolates, that distributed to
23(13.8%) Pseudomonase species , 19(32.8%) Klebsiella species , 8(13.8%) Enterobacters species ,5(8.6%) Citrobacters species and 3(5.1%)
Escherichia coli . (19) isolate Diagnosed as Klebseilla species returning to K.pneumoniae species by using (19) biochemical test and API 20E kit ,
current study also showed the distribution the (17) isolates from K.pneumoniae into nine strains NBRC14443,TM2,BY6,TO2,KP1513,KLP,CICR-
GV4,YC-A42 and CPBPPZ) ,while the two strains from K.pneumoniae isolates (No.3 and No.52) have different types and number of mutations
according to their sequence compared with their reference strains . Theses isolates were reported as new global separated strain and published
by the National Center for Biotechnology information (NCBI) and European Nucleotide Archive (ENA) , then databases of these strain were
recorded in the GenBank as Klebseilla pneumoniae SaaSLT1 strain under accession number (KP240606.1) and Klebseilla pneumoniae SaaSL T2

strain under accession number (KP240607.1) respectively.

The detection ability of K.pneumoniae isolates for producing the extended spectrum f-lactamase enzymes (ESBLS) by using four
methods (double disk synergy test , double disk approximate methods , E test and brilliance ESBL medium . Results were showed the detect of
extended spectrum B-lactamase (ESBL) K.pneumoniae isolates by using double disk synergy test that 18(94.7%) producing EABL against
Aztreonam ,17(89.5%) against cefotaxime, 6(32%) against ceftriaxone and 3(16%0) against ceftazidime ,with a high significant difference at the
level of probability (P<0.01) . While the results of the detected of the production ESBL by using double disk approximate methods that 19(100%)
isolates producing ESBL against cefotaxime , 14(74%) against ceftriaxone , 18(94.7%) against ceftazidime and 19(100%) against cefotaxime
Aztreonam with a significant difference at the level of probability (P<0.05). But using the Etest methods that investigation of the production ESBL
showed 17(89.5%) from isolates production ESBL against cefotraxime / cefotraxime + clavulonic acid strip where as 13(68%) from isolates
production ESBL against ceftazidime/ceftazidime+ clavulonic acid strip .while the used the brilliance ESBL medium give positive result for all 19
isolates as production ESBL .

The polymerase chain reaction technique (PCR) was used for the detection of resistance plasmids for each of the blargw and blasyy
responsible for the production of extended spectrum B-lctamase in K.pneumoniae diagnosed in the current study . Results of migration in agarose
gel showed the that all isolates under study possessed plasmid type blarem and plasmid type blasyy . The 16SrDNA technique was used to diagnose
types of blargm and blasyy scattered among the isolates under study and investigation of the mutations found in types of blargw and blasyy through
the use of plasmids sequences and translation programs using the protein translation and comparison with standard proteins of each of blargy and
blasyy plasmids . The results showed diagnosis of six types of blasyy (SHV-1, SHV-7, SHV-11, SHV-77, SHV-151 and SHV-163). While in this
study diagnosis of (19) new plasmids from blarem distribution in five groups have different types and number of mutations according to their
sequence compared with their reference proteins . Theses plasmids were reported as new global separated plasmids and published by the
National Center for Biotechnology information (NCBI) and European Nucleotide Archive (ENA) , then databases of these plasmids were recorded
in the GenBank as SSLT1 plasmids under accession number (KP240601.1), SSLT2 plasmids under accession number (KP240602.1) , SSLT3
plasmids under accession number (KP240603.1), SSLT4 plasmids under accession number (KP240604.1) and SSLT5 plasmids under accession
number (KP240605.1) respectively .

Also the current study included the studying of ability the isoletes to forming biofilm by using quantitative method (tube method) and
qualitative methods by using the(tube method and microtitre-plate method) and compared with the portability forming of biofilm by studying the
Curve growth of isolates . The study results showed that all isolates have the ability to forming the biofilm and the suitable incubation time is (72h
and 96h) with a high significant difference at the level of probability (P<0.01) and there is an extrusive correlation between the ability to formation
biofilm with the growth curve of the isolates under study.




