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Isolation and identification of Salmonella spp. and related genera from raw meat and Basrah abattoir environment

Abstract of Thesis

Summary

This study aimed to detect the presence of Salmonella spp. and related genera in raw meat and different parts of abattoir. A total of (298) samples were collected from Basra
abattoir from 16 September 2014 to 21 March 2015. These samples are composed of (80) samples from buffalo [muscular tissue (50), liver tissue (10) and bile (20)], (51) samples
from cow [muscular tissue (27), liver tissue (14) and bile (10)], (93) samples from sheep [muscular tissue (57), liver tissue (24) and bile (12)], (51) swabs [wall (17), ground (17),
worker's hands (17)] and (23) samples of sewage.

Different techniques were used in this study to evaluate the presence of Salmonella spp. and phenotypically similar genera which contaminate the raw meat, these techniques
include traditional bacteriological assays, commercial identification kit (API 20 E), serotyping and molecular techniques (multiplex PCR). Results of these techniques indicate the

absence of Salmonella spp. from tested samples, however, 35 samples were positive to Proteus mirabilis, as identified by API 20 E system.

There were differences between API 20 E and serotyping in results, (44) isolates were identified as Citrobacter freundii by using API 20 E, whereas, results of serotyping indicate
presence of (31) isolates as Citrobacter braakii and (13) Enterobacter spp.,. These isolates were subjected to mPCR [invA gene (243 bp), spvC gene (570 bp) and viaB gene (516
bp)]. The results of MPCR confirmed only (13) of these isolates as Citrobacter freundii, the other (31) isolates were not confirmed as Salmonella spp. or Citrobacter freundii.

The results of (13) isolates of Citrobacter freundii which confirmed by mPCR, (31) unconfirmed isolates and (35) isolates of Proteus mirabilis were identified according to API
20 E system, all these isolated bacteria were tested for their antimicrobial susceptibility against 7 antimicrobial agents, showed that the highest resistance of Citrobacter freundii
isolates was against ampicillin and novobiocin, whereas the lowest resistance was against gentamycin and ciprofloxacin. However, (31) isolates which unconfirmed by mPCR
showed that, the highest resistance was against ampicillin and novobiocin, whereas the lowest resistance was against gentamycin and tetracycline. While (35) isolates of Proteus
mirabilis showed that, the highest resistance was against ampicillin and tetracyclin, whereas the lowest resistance was against gentamycin, ciprofloxacin, novobiocin and
ceftriaxone.




