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Tital of Thesis

Occurrence of fungi in poultry feed with cultural and molecular detection of their aflatoxigenic activity

Abstract of Thesis

Summary

A total of 180 samples of concentrated poultry feed pellet were collected from different broilers, broiler breeders and layers farms and local market of poultry .
These farms and market were located in Basrah governorate . Feed samples were collected during the period from Sep. 2014 to Apr. 2015. About 10 - 30
representative samples of 1 kg were collected from several locations . They were stored for 2-3 days in sterile plastic containers at room temperature (22-25°C) in
laboratory . After stored, they were prepared for fungal isolation and identification by culture on Potato dextrose agar(PDA) and malt extract agar (MEA) and then
subculture on Sabouraud dextrose agar (SDA) and coconut medium agar(CAM) .Seven genera were recovered from 180 samples of poultry feed .The most genera
which recovered were Aspergillus (frequency(Fr) 62.77% - Relative density(RD) 52.03%), followed by Penicillium (Fr 47.77% - RD 17.01%) were the
predominant genera isolated from poultry feed, while Fusarium isolates were less frequency and relative density(Fr.1.66%, RD 2.11%) .The most frequently
isolated Aspergillus was Aspergillys flavus ( Fr 65.48%) and had the most RD (27.55%) , followed by A.niger (Fr. 58.40%, Rd14.23%) , the less occurrence of
Aspergillus was A.paraciticus(Fr.1.76%, RDO0.89%) .Fifty isolates of A. flavus were detect by UV light (365nm) and ammonia vapor to detect aflatoxigenic
A.flavus on CAM by colored with blue —green on reverse of glass petri dish under UV light and produce a pink to red color by exposure to ammonia vapor. The
detection by fluorescent blue revealed that 26 (52%) of isolates were aflatoxigenic (positive) by produce fluorescent color under UV (356nm) light , and also 26
(52%) of isolates were aflatoxigenic (positive) by ammonia vapor test. The molecular assessment was done on 50 isolates of A.flavus by using primers pair
for the aflatoxin regulatory gene afIR in polymerase chain reaction (PCR). Five isolates of aflatoxigenic A. flavus positive identified isolates by PCR were randomly
selected to sequence and analyze by basic local alignment search tool analysis (BLAST) to confirm the aflatoxigenic strains. Five isolates were positive and
confirmed approximately compatible(100% and 99%) homology with other A.flavus strains on NCBI .




