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Abstract of Thesis

Summary

Atotal of 300 physically normal milk samples of women, cattle and buffaloes(100 for each) belonging to different localities in Basrah province.conventional bacteriological

,immunological and moleculare analysis were used on all milk samples.

The conventional bacteriological identification included Isolation and identification of bacteria by cultivation on blood agar and manitol salt agarto test haemolysin properties and
fermentation of mannitol by bacterial isolates.The results of bacteriological identification revealed that overall Staphylococcus aureus isolation percentage was 27.3%( 82/300). The
isolation percentage of cows, women and buffaloes milk were, 37% (37/100), 30% (30/100) and 15% (15/100) respectively.

Immunologic confirmation of S. aureus virulance factores was performed bydection of biofilm by microtiter plate assays and Staphaurex™ Plus latex agglutlnation technique to test 82
staphylococci isolatesforbiofilm formation and possessing of clumping factor, protein A and/or surface antigens.The results of latex test revealed that 67(81.7%) of staphylococci isolates
gave positive reactions. Negative latex reactions were obtained with 15(18.3%) isolates.Cows milk samples isolates showed higher percentage of positive reactions(83.3% , 30/36)
followed by Women(80.6%;25/31)and Buffaloes (80%;12/15) isolates.The biofilm dection results by microtiter plate assay srevealed that out of 82 milk isolates, 30 (36.6%) didnot
form biofilm, whereas 52 (63.4%) were biofilm former.Higher percentage for biofilm formation was observed in women (83.3%) followed by buffaloes(80%) and cows(40.5%).

Genotypic confirmation of superantigenic S aureus performed by Nuc and mecA genes based PCR identification analysis.The results of Nuc and mecA genes based PCR identification
revealed that out of the 82 S. aureus isolates of buffaloes, cow and women, 9 (60%) ,13(35.1% )and 9 (30%), respectively harbored the staphylococcus species and Methicillin resistance
genes with 37.8% over all percentage.The results of superantigenes genes based PCR detection, showed that sea,seb, sec superantigenic genes harbored by 32.3% (10/31)
,48.4%(15/31)and 6.5% (2/31), MRSA isolates respectively.The high pecentage (55.5%) of seb gene was observed in milk isolates of buffaloes and women(5/9 isolates for each)
compared to cow milk isolates(38.7%.:5/13).The sea gene was more frequent in cow milk isolates (38.5%) followed by buffaloes (33.3%)and women (22.2%) milk isolates. The sec
gene appeared in cows and buffaloes (7.7 and 11.1% respectively) and it was not identified in women milk isolates.Depending on gene sequencing and the results of BLAST comparative
analysis, the nuc gene sequences of tested S aureus isolates showed 100% sequence identity with published data of Staphylococcus aureus strain 08-02300, complete genomeand

Staphylococcus aureus isolate 22_LA_562 genome assembly, chromosome: |
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