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Tital of Thesis

t Detection and molecular characterization of antimicrobial resistance in coagulase negative staphylococci isolated from domestic animal, animal products and humans sources

Abstract of Thesis

Summary

This study was conducted to identify the antimicrobial resistance genes in the coagulase-negative staphylococci and its molecular characterization after isolating the bacteria from
the samples of domestic animals and their products and from human. Two hundred eighty samples were collected from different sources, including 40 samples of minced meat
and 80 samples of cow's milk, (30 samples of milk were collected from the markets, and 50 samples collected directly from the animals), 40 samples from the nose of the animal
itself, 40 samples from the animal's teat swabs. On the other side, 40 samples of human nose swabs and 40 samples of hand were collected for the same person during the period
from September 2016 to March 2017 from different areas in Basrah province.

Samples were planted on the selecting salt mannitol medium to isolate Staphylococcus spp. which had the ability to grow on the mentioned medium. When the coagulation test
was performed, the results showed that 145 isolates were coagulase negative (51%) as shown:

Twenty two isolates of meat (55%), 18 isolates of cow's milk (36%), 10 isolates of treated milk (33%), 26 isolates of the nose of the animal (65%) and 32 isolates of animal teat

swabs (80% ), 19 isolates from the swabs of the human hands (47%) and 18 isolates (40%) from the nasal swab of the same persons.

Fifty isolates of these coagulase negative staphylococci (CoNS) were tested using VITEK 2 system. The result showed that 14(28%) isolates were identified as CoNS. and full
in five species, including: 7 (50%) lentus S., 4 (28.5%) S. gallinarum, and 1 (7.1%) for each species S. haemolyticus, S. chromogen and S. scuiri.

When the polymerase chain reaction (PCR) was investigated for ermA (199 bp) , ermB (142 bp) , ermC (299 bp) and msrA (163 bp) on the plasmid and responsible for
erythromycin resistance , the result showed1(5%), 6(30%), 6(30%) and1(5%) respectively. By using the multi-plex PCR (ermA,ermC) and (msrA,ermC), the ratio was 5(25%) and
1(5%) respectively.




